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Abstract 

The syndrome of critical illness is a complex physiological stressor that can be triggered by 

diverse pathologies.  It is widely believed that organ dysfunction and death result from 

bioenergetic failure caused by inadequate cellular oxygen supply.  Teleologically, life has 

evolved to survive in the face of stressors by undergoing a suite of adaptive changes.  

Adaptation not only comprises alterations in systemic physiology but also involves molecular 

reprogramming within cells.  The concept of cellular adaptation in critically ill patients is a 

matter of contention, in part because medical interventions mask underlying physiology, 

creating the artificial construct of “chronic critical illness”, without which death would be 

imminent.  Thus far, the intensive care armamentarium has not targeted cellular metabolism to 

preserve a temporary equilibrium, but instead attempts to normalize global oxygen and 

substrate delivery.  Here, we review adaptations to hypoxia that have been demonstrated in 

cellular models and in human conditions associated with hypoxia, including the hypobaric 

hypoxia of high altitude, the intrauterine low oxygen environment and adult myocardial 

hibernation.  Common features include upregulation of glycolytic ATP production; 

enhancement of respiratory efficiency; downregulation of mitochondrial density and 

suppression of energy-consuming processes.  We argue that these innate cellular adaptations 

to hypoxia represent potential avenues for intervention that have thus far remained untapped 

by intensive care medicine. 
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Introduction 

Critical illness is defined loosely as a pathophysiological state in which artificial organ support 

is required to maintain systemic homeostasis.  A key feature of critical illness is organ 

dysfunction, which may progress to involve multiple organs (multiple organ failure).  The acute 

risk of death is very high, despite organ support on the intensive care unit (ICU), and increases 

with the severity of organ failure (52).  Critical illness can be triggered by diverse insults, such 

as severe infection, inflammation and trauma, which, via activation of the hypothalamic-

pituitary-adrenal axis, elicit a wide-ranging array of downstream effects on cardiovascular, 

renal, pulmonary, gastrointestinal, neuroendocrine, immune and coagulation systems (49, 91).  

The mechanisms underlying cellular dysfunction in critical illness are not well understood, but 

it has long been assumed that disturbances to convective oxygen (O2) transport and 

microcirculatory blood flow result in a critical reduction in cellular O2 availability and are thus 

responsible for bioenergetic collapse.  Cells require O2 to synthesize most of their usable 

energy currency, adenosine triphosphate (ATP), from nutritional energy sources.  In most 

organisms, the vast majority of O2 consumed by cells (up to 98% in humans) occurs in support 

of the production of ATP through mitochondrial oxidative phosphorylation.  Below a critical 

threshold, a diminished cellular O2 availability will limit the bioenergetic capacity of the cell 

and thus its ability to power processes essential for the organism and its own cell function and 

integrity (11).  To this end, the majority of supportive therapies on the ICU target the restoration 

or augmentation of O2 delivery, including: supplementation of inspired O2 concentration; 

mechanical ventilation; red cell transfusion; and optimization of cardiac output and mean 

arterial pressure through administration goal-directed fluid therapy and the administration of 

of inotropes and vasopressors.  However, recent randomized controlled trials have not 

demonstrated survival benefit from early goal-directed therapy (53, 64) and augmentation of 

systemic O2 delivery (88) in critically ill patients (60); in some cases, this therapeutic approach 
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has even been associated with harm (32, 48).  There is evidence that cellular hypoxia exists in 

critical illness, even after restoration of arterial partial pressure of O2 (PaO2) and O2 

hemoglobin saturation (SpO2) (68).  This is likely to be a consequence of disturbances to 

microcirculatory blood flow, which have been described in critical illness (18).  Moreover, 

therapeutic use of vasopressor support, whilst augmenting upstream arterial pressure, may 

itself adversely affect microcirculatory flow regulation (2).  The persistence of 

microcirculatory impairment despite corrected systemic hemodynamics is associated with 

increased mortality (73).  Current ICU strategies do not take into consideration the multitude 

of well-defined adaptive responses to cellular hypoxia (75).  Development of life-support 

strategies in critical illness will require greater understanding of the processes that govern 

bioenergetic function and cell survival in humans during hypoxia.  In this mini-review, we 

outline aspects of cellular adaptation to hypoxia, gained from cell models of hypoxia, as well 

as from studies of humans under hypoxic conditions, and consider how they may be relevant 

to the treatment of critically ill patients. 

 

The adaptive response to cellular hypoxia 

All multicellular organisms have the capacity to sense and respond to a decline in cellular O2 

availability (39).  Whilst plants and animals employ different molecular mechanisms to do so 

(47), the conservation of this ability across kingdoms of life highlights its universal importance 

for survival.  In 2019, the Nobel Prize for Physiology or Medicine was awarded for the 

discovery of how animal cells adapt to variations in O2 supply, by undergoing coordinated 

shifts in gene expression.  The combined work of three groups, respectively led by Gregg 

Semenza, Peter Ratcliffe and William Kaelin Jr, identified the hypoxia inducible factor (HIF) 

pathway as a mechanism by which, under hypoxic conditions, an O2-sensitive transcription 

factor (HIF) alters gene expression to generate a phenotype with enhanced tolerance to hypoxia 
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(75).  HIF-activation is now understood to regulate the expression of thousands of genes, either 

directly or indirectly (74).  The binding of HIF to a given gene locus is strongly associated with 

increased expression of that target (74, 84), however HIF-activation can also result in the 

downregulation of gene expression via an indirect route, by increasing the expression of 

transcriptional repressors (74).  Downstream targets of HIF include proteins responsible for 

increasing systemic O2 transport via elevation of hemoglobin concentration (erythropoietin) 

(30) as well as proteins which promote local microcirculatory blood flow through angiogenesis 

(vascular endothelial growth factor) (43) and vasodilatation (nitric oxide synthase) (62).  

However, cellular models have demonstrated a crucial part of the HIF response involves 

metabolic modifications, which alter the utilization of O2.  These include upregulation of 

glycolytic ATP production; modifications to promote the efficiency of mitochondrial oxidative 

phosphorylation; and suppression of energy-expending processes. 

 

Metabolic adaptations to hypoxia 

A key metabolic modification promoted by HIF is the upregulation of ATP production in an 

O2-independent manner via cytosolic glycolysis.  HIF mediates a switch away from oxidative 

phosphorylation and towards glycolysis via the upregulation of glucose transporters and 

glycolytic enzymes (77), in conjunction with an increase in lactate dehydrogenase and pyruvate 

dehydrogenase kinase 1 expression, which regenerates the NAD+ required to permit glycolysis 

to continue by shunting the end-product of glycolysis, pyruvate, away from the Krebs cycle 

and towards lactate production (40, 63).   

 

A second, important bioenergetic adaptation to hypoxia mediated by HIF is enhancement of 

the efficiency of mitochondrial oxidative phosphorylation with respect to O2 consumption.  

One mechanism by which it may achieve this is through substrate-switching.  Respiration 
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supported by fatty acid oxidation (FAO) produces fewer ATP molecules per mole of O2 

consumed, compared with carbohydrate oxidation (87).  It is estimated that the oxidation of 

fatty acids, which are highly reduced, requires 11-12% more O2 to produce the same amount 

of ATP as the complete oxidation of glucose (80).  Cells can alter their metabolic fuel use to 

optimize efficiency in response to reduced oxygen availability.  One of the downstream targets 

of HIF is another transcription factor, peroxisome proliferator-activated receptor-alpha 

(PPAR), which regulates the expression of genes involved in FAO as well as inflammatory 

mediators (55).  Acting through the suppression of PPARα, HIF-1 mediates a substrate 

switch away from FAO, and thereby improves the efficiency of respiration.  One possible 

consequence of a switch towards enhanced glucose oxidation, however, is the higher yield 

of CO2 per ATP produced, compared with FAO.  The pathophysiological consequences of 

this for the critically ill patient are unclear, however, in the case of severe pulmonary 

injury/disease this could conceivably worsen respiratory acidosis if means of lowering CO2 

production or enhancing its elimination are either absent or prove ineffective.   

 

Another means by which HIF optimizes the efficiency of respiration is by increasing the 

coupling of mitochondrial electron transport (and O2 consumption) to ATP production.  During 

oxidative phosphorylation, the energy generated by sequential electron transfer from metabolic 

substrates, through the mitochondrial electron transport chain, to O2 is used by mitochondrial 

membrane complexes to pump protons against a concentration gradient into the intermembrane 

space.  The discharge of the gradient (protonmotive force) generated by this process drives the 

phosphorylation of ATP (51).  Not all of the pumped protons flow through the F1FO-ATPase; 

some “leak” back across the inner membrane, through respiratory complexes themselves or 

through specific uncoupling proteins (UCPs) (10).  Cells can modulate the permeability of their 

mitochondrial inner membrane to protons, through altered expression/activity of UCPs (9).  
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Minimizing proton leak has been shown to preserve ATP production in mammalian liver cells 

in which substrate oxidative capacity was reduced by low temperatures (67).  There is evidence 

that HIF promotes the coupling efficiency of oxidative phosphorylation (24); and one of the 

downstream targets of PPAR is an uncoupling protein (UCP3) (85).   

 

Exposure to hypoxia also reduces energy expenditure, at least in part through the active 

suppression of protein synthesis, which falls dramatically (35).  In particular, HIF may preserve 

tolerance to hypoxia through a reduction in mitochondrial number.  Mitochondrial autophagy 

relies on the HIF-dependent expression of BNIP3, and this has been argued to minimize cell 

damage and death from exposure to oxidative stress generated by hypoxic mitochondria (90). 

Whilst it was once considered controversial, there is significant evidence to support increased 

mitochondrial reactive oxygen species (ROS) production upon the transition to hypoxia, with 

the appearance of markers of oxidative stress in skeletal muscle upon sustained exposure to 

hypoxia (16).  Whilst a moderate degree of mitochondrial ROS production is understood to 

play a vital, signaling role in the cellular response to hypoxia (29, 31), in chronic and severe 

hypoxia excess ROS production could result in cellular damage. 

 

Evidence for cellular adaptation to hypoxia in humans 

Aspects of this adaptive phenotype, shown to be elicited by the HIF pathway in cell models, 

have also been observed in human conditions associated with hypoxia (76) or disruption of the 

HIF-signaling pathway (20, 66).  For example, during acclimatization to hypobaric hypoxia on 

ascent to high altitude, lowlander skeletal muscle undergoes a metabolic shift towards 

glycolysis, in conjunction with the depletion of some Krebs cycle intermediates and enzymes 

(45).  Such lowlander subjects also exhibit a trend towards increased coupling efficiency as 

well as a decrease in the mitochondrial capacity for respiration supported by FAO and 
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decreased expression of FAO enzymes (36).  Mitochondrial bioenergetic machinery in skeletal 

muscle is also depleted, with specific decreases in components of the electron transport chain 

(complexes I and IV) (44) as well as an overall reduction in mitochondrial volume density and 

downregulation of electron transport capacity (36).  This may represent a temporary protective 

strategy to reduce the generation of mitochondrial ROS (16).  In another study, exposure to 28 

days of hypobaric hypoxia triggered bioenergetic changes independent of mitochondrial 

content, including specific inhibition of complex I-supported respiration and FAO, along with 

an increase in coupling efficiency (37).  Inhibition of complex I has previously been shown to 

reduce oxidative damage during myocardial ischemia (15), and thus its reduced capacity at 

high altitude is consistent with a protective cell modification to hypoxia. 

 

Generational adaptation in Sherpas may represent the optimal metabolic phenotype in 

chronic hypoxia 

In at least three geographically-distinct regions of the world, human populations have been 

established at high altitude for sufficient time to allow the selection of physiological traits, 

underpinned by genetic variants, that support life in conditions of sustained hypobaric hypoxia 

(5), including a number of metabolic adaptations (58). The phenotypes exhibited by these 

populations at high altitude may therefore represent optimal human physiology under 

conditions of sustained hypoxia, and could prove informative when considering the appropriate 

cellular response to the pathology of chronic critical illness. Populations on the Andean 

Altiplano, the Tibetan Plateau and in the Ethiopian Highlands, have undergone natural 

selection on gene loci, including EPAS1 (encoding HIF-2α) and EGLN1 (encoding PHD2). In 

Tibetan populations, high altitude variants in EPAS1 and EGLN1 are associated with a relative 

suppression in erythrocytosis (6) and increased glycolysis (26). 
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The Himalayan Sherpas, a group descended from Tibetan populations, are thought to have been 

exposed to extreme environmental hypoxia for 300 generations, and combine an unparalleled 

functional tolerance to hypoxia with a skeletal muscle phenotype that is distinct from other 

populations (27).  Compared to acclimatized lowlanders, Sherpas display greater glycolytic 

capacity, lower skeletal muscle capacity for FAO and enhanced coupling efficiency (36), 

associated with increased incidence of a putatively-adaptive haplotype of PPARA (encoding 

PPAR) (79), and this has been proposed to underpin their superior cellular energetics and 

performance at high altitude.  Whilst downregulation of FAO in lowlanders creates a metabolic 

bottleneck, resulting in an increased ratio of long-chain to total carnitines (36), this 

accumulation of lipotoxic intermediates (41) does not occur in Sherpas.  Avoidance of this 

toxicity may be a crucial discriminator between the Sherpa and lowlander hypoxic phenotype. 

Although the mechanism is unclear, it may involve non-mitochondrial FAO via omega-

oxidation (7, 86).  Sherpa muscle also appears to be relatively resistant to oxidative damage at 

altitude, compared to lowlanders (36).  This finding, together with their lower maximum 

oxidative phosphorylation capacity and lower mitochondrial volume density supports the 

concept that reduced mitochondrial capacity in hypoxic conditions may be protective against 

ROS production.   

 

Hypoxic adaptation in the fetal heart 

The developing fetal heart thrives in the hypoxic intrauterine environment through appropriate 

substrate selection (70).  It relies exclusively on glycolysis, with suppression of oxidative 

pathways until after birth (4).  The metabolic phenotype is achieved by the action of a 

transcription factor, Hand1, which specifically represses the expression of proteins involved in 

FAO and the Krebs cycle, by directly binding to and repressing the gene promoters.  Hand1 is 

under direct transcriptional control by HIF1.  It is abundant in fetal cardiomyocytes but 
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undergoes a sharp drop soon after birth (56).  The Hand1-triggered substrate switch 

demonstrates the potential survival benefit from upregulating glycolytic ATP production, and 

downregulating O2-dependent pathways when oxygen availability is limited.  It also highlights 

the importance of being able to switch back when oxygen becomes available, as after birth, 

failure to deactivate Hand1 results in rapid death.   

 

Hypoxic adaptation in adult chronic heart failure 

Expression of a fetal gene program can be induced in adult hearts during hypoxia (70).  

Substrate reprogramming, with a switch away from FAO, is also inducible in adult cardiac 

muscle in response to cellular hypoxia (80).  In animal models of adult heart failure, including 

pressure overload hypertrophy, PPAR is deactivated and downregulated, resulting in reduced 

expression of its downstream targets, which include FAO enzymes (3).  Clinical benefit from 

FAO downregulation relies on a compensatory increase in carbohydrate metabolism, and is 

abolished in the absence of glucose (59, 71).  In a mouse model of pressure overload-induced 

ventricular hypertrophy, upregulation of the glucose transporter (GLUT1) prevented the 

decline in contractile function (46), and preserved mitochondrial function (65).  Mutant adult 

hearts overexpressing Hand1 show enhanced tolerance to acute ischemic insults and its 

expression and resulting fetal phenotype can be induced in adult hearts by chronic exposure to 

hypoxia.  Chronic reduction in coronary blood flow reduces resting energy consumption and 

downregulation of mitochondrial electron transport chain proteins (12).  These chronic changes 

are accompanied by the depletion of contractile elements and contractile function, but also a 

reduced cellular demand for oxygen and substrate.  The downregulation is initially reversible, 

but when prolonged, can result in inflammation, fibrosis and remodeling (22).   

 

Features of hypoxic adaptation observed in critical illness 



11 

 

Critically ill patients are subject to multiple physiological stressors, in addition to cellular 

hypoxia, including inflammatory mediators and other biochemical derangements.  Due to this 

heterogeneity, and the masking effects of ICU interventions, combined with the inherent 

challenges involved in studying cell biology directly in this context, it is not known if cellular 

adaptation to hypoxia occurs in critically ill patients.  Evidence in favor of a hypoxia response 

includes the demonstration of elevated levels of intramuscular HIF1 in a group of 23 critically 

ill patients, in which there was also evidence of substrate switching, with decreasing 

concentrations of FAO enzymes from Day 1 to 7, as well as decreased markers of 

mitochondrial biogenesis (68).  Skeletal muscle bioenergetics, using ATP concentrations as a 

surrogate marker, have been shown to be lower in some studies of critically ill patients 

compared with healthy controls (23) or ambulant patients with respiratory disease (68), and a 

relative reduction in whole-body O2 consumption has been demonstrated in patients with organ 

impairment compared with those with uncomplicated infections (42).  Meanwhile, the 

incubation of healthy human cells in serum from septic patients was shown to suppress 

mitochondrial respiration, suggesting a generalized cellular metabolic response to infection, 

which may be coordinated systemically (25).  Rapid and severe muscle wasting is a well-

known feature of critical illness, associated with decreased protein synthesis (69), mirroring 

the suppression of this energy-expending process in cell models of hypoxia (13) and in healthy 

humans ascending to high altitude (19).  Although these findings have previously been 

proposed to support the concept of bioenergetic collapse in organ failure, they share many 

features of the cellular response to hypoxia mediated by the HIF pathway (Figure 1). 

 

Targeting the cellular hypoxia response in critically ill patients 

The failure of current strategies in critical illness, which target systemic O2 transport and 

hemodynamics, may reflect the failure to take account of cellular survival responses.  Similarly, 
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targeting the delivery of nutritional energy to meet calorie requirements defined in health, 

whilst neglecting mitochondrial substrate preference, has not improved survival (1, 14).  It is 

possible that both approaches interfere with hypoxia-signaling pathways, or impose a different 

form of cell stress, and in doing so contribute to a new pathophysiological state in patients who 

do not succumb to their acute insult: “chronic critical illness” (62).   

 

The potential benefit of adjusting the composition of upstream substrate supply e.g. 

carbohydrate-to-fat ratio in feeding regimens represents one simple avenue for investigation.  

Rather than trying to reverse the catabolic response to critical illness, the therapeutic benefit of 

supporting it, for example via exogenous administration of ketone bodies and amino acids 

should be investigated (17, 54).  It may also be possible to target the entire suite of cellular 

adaptations in a coordinated manner, through activation of the HIF pathway itself (8).  

Pharmacological stabilization of HIF through administration of prolyl hydroxylase inhibitors 

has been trialed in stable patients with renal anemia, although there are concerns about the 

possibility of these agents promoting tumor growth (38).  In animal models, activation of HIF1 

has shown to reduce inflammation and bone loss in periodontal infection and suppress LPS-

stimulated macrophage differentiation (33). 

 

There has been renewed interest in the therapeutic potential of vitamin C administration for 

patients with sepsis and acute respiratory distress syndrome (ARDS). Putative protective roles 

for ascorbate of relevance to hypoxia-sensing and redox homeostasis might arise from its 

function as an antioxidant (61) and/or its role as a co-factor for the prolyl hydroxylases (34) 

albeit a dispensable one (57). In a recently-reported study of 167 patients with sepsis and ARDS 

(CITRIS-ALI), however, high-dose vitamin C infusion did not improve organ dysfunction 

scores or alter markers of inflammation and vascular injury compared with placebo (21). 



13 

 

 

The complex nature of the HIF-supported response to hypoxia, encompassing both cellular and 

systemic effects, suggests that some caution should be exerted when targeting HIF activity in 

a global manner. Indeed, HIF-activation itself might exert detrimental effects depending on the 

duration and/or tissue specific nature of the underlying hypoxia. For instance, HIF activation 

is strongly associated with pulmonary vascular responses to both acute and chronic hypoxia 

including hypoxic pulmonary vasoconstriction (HPV) (78). HPV appears to improve 

ventilation/perfusion (V̇A/Q̇) matching in patients with ARDS and acute lung injury (ALI) 

(83), but at the cost of increased pulmonary arterial pressure (72). Moreover, HIF-1α activation 

in type 2 alveolar epithelial cells is associated with increased inflammation and worsened 

injury in mice following lung contusion (82) and gastric acid aspiration-induced lung injury 

(81). Ultimately, therapeutic approaches that consider the nature of the underlying pathology 

and selectively target downstream elements of HIF-activation, possibly in a time/tissue-

dependent manner might prove more effective than more global approaches. 

 

An alternative means of targeting the HIF pathway may be to avoid the obscuration of hypoxic 

signaling, by implementing ventilatory strategies which either target so-called “permissive 

hypoxaemia” (otherwise known as conservative oxygen therapy) in critically ill patients or at 

least prevent hyperoxia.  Studies comparing a conservative oxygenation intervention with 

virtually normal oxygenation are currently being undertaken (4, 89), whilst the avoidance of 

hyperoxia whilst maintaining normal arterial oxygen saturation is also currently under 

investigation (28). A greater understanding of dose-response relationships in critical illness 

adaptation is required to translate this approach safely to patients (50). 

 

Conclusion 
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Thus far, supportive therapy on ICU has neglected to consider the fundamental processes of 

cellular adaptation to hypoxia, which are known to be vital for the survival of all complex 

organisms.  Cells can implement O2-independent ATP production, alter metabolic fuel 

preference and “tune” down mitochondrial proton leak, in a highly regulated manner, to 

modulate bioenergetic efficiency in response to reduced O2 availability.  They may also 

downregulate mitochondrial density and activity to limit exposure to mitochondrial-generated 

ROS; and suppress energy expenditure.   Several of these cellular modifications are consistent 

with changes observed in critically ill patients, supporting the concept that organ dysfunction 

may, in part, represent an evolutionarily conserved strategy of cellular reprogramming to limit 

damage during hypoxic stress.  Review of hypoxic adaptation in different contexts has 

demonstrated novel therapeutic avenues to investigate in the critically ill patient.  During the 

precipitating phase of critical illness, preventing hypoxia may circumvent deterioration into 

critical illness, but once organ dysfunction is underway, it may be more appropriate to support 

a more efficient cellular use of O2, until the triggering disease process can be resolved.  

Currently, the manner in which cellular metabolism and mitochondrial function alter during 

different phases of critical illness, and how this influences clinical outcomes, is not well 

understood.  Exploring the relationship between cellular hypoxia, bioenergetic capacity, redox 

signaling and cellular adaptation will be vital in harnessing innate adaptive strategies to 

improve survival in the sickest patients. 
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Figure Legend 

Figure 1.  Infographic showing aspects of the cellular/metabolic response to hypoxia observed 

in humans ascending to high altitude and critically ill patients. 

 
 

 

 

 

 

  



17 

 

References 

1.  Arabi YM, Aldawood AS, Al-Dorzi HM, Tamim HM, Haddad SH, Jones G, 

McIntyre L, Solaiman O, Sakkijha MH, Sadat M, Mundekkadan S, Kumar A, 

Bagshaw SM, Mehta S. Permissive underfeeding or standard enteral feeding in high-

and low-nutritional-risk critically ill adults. Am J Respir Crit Care Med 195: 652–662, 

2017. doi: 10.1164/rccm.201605-1012OC. 

2.  Arnold RC, Dellinger RP, Parrillo JE, Chansky ME, Lotano VE, McCoy J V., 

Jones AE, Shapiro NI, Hollenberg SM, Trzeciak S. Discordance between 

microcirculatory alterations and arterial pressure in patients with hemodynamic 

instability. J Crit Care 27: 531.e1-531.e7, 2012. doi: 10.1016/j.jcrc.2012.02.007. 

3.  Barger PM, Kelly DP. PPAR signaling in the control of cardiac energy metabolism. 

Trends Cardiovasc Med 10: 238–245, 2000. doi: 10.1016/S1050-1738(00)00077-3. 

4.  Barrot L, Asfar P, Mauny F, Winiszewski H, Montini F, Badie J, Quenot JP, Pili-

Floury S, Bouhemad B, Louis G, Souweine B, Collange O, Pottecher J, Levy B, 

Puyraveau M, Vettoretti L, Constantin JM, Capellier G. Liberal or conservative 

oxygen therapy for acute respiratory distress syndrome. N Engl J Med 382: 999–1008, 

2020. doi: 10.1056/nejmoa1916431. 

5.  Beall CM. Two routes to functional adaptation: Tibetan and Andean high-altitude 

natives. Proc Natl Acad Sci U S A 104: 8655–8660, 2007. doi: 

10.1073/pnas.0701985104. 

6.  Beall CM, Cavalleri GL, Deng L, Elston RC, Gao Y, Knight J, Li C, Li JC, Liang 

Y, McCormack M, Montgomery HE, Pan H, Robbins PA, Shianna K V., Tam 

SC, Tsering N, Veeramah KR, Wang W, Wangdui P, Weale ME, Xu Y, Xu Z, 

Yang L, Zaman MJ, Zeng C, Zhang L, Zhang X, Zhaxi P, Zheng YT. Natural 

selection on EPAS1 (HIF2α) associated with low hemoglobin concentration in Tibetan 

highlanders. Proc Natl Acad Sci U S A 107: 11459–11464, 2010. doi: 

10.1073/pnas.1002443107. 

7.  Bigham A, Bauchet M, Pinto D, Mao X, Akey JM, Mei R, Scherer SW, Julian 

CG, Wilson MJ, Herráez DL, Brutsaert T, Parra EJ, Moore LG, Shriver MD. 

Identifying signatures of natural selection in Tibetan and Andean populations using 

dense genome scan data. PLoS Genet 6: e1001116, 2010. doi: 

10.1371/journal.pgen.1001116. 

8.  Bogdanovski DA, DiFazio LT, Bogdanovski AK, Csóka B, Jordan GB, Paul ER, 

Antonioli L, Pilip SA, Nemeth ZH. Hypoxia-inducible-factor-1 in trauma and critical 

care. J Crit Care 42: 207–212, 2017. doi: 10.1016/j.jcrc.2017.07.029. 

9.  Bouillaud F, Alves-Guerra MC, Ricquier D. UCPs, at the interface between 

bioenergetics and metabolism. Biochim Biophys Acta - Mol Cell Res 1863: 2443–2456, 

2016. doi: 10.1016/j.bbamcr.2016.04.013. 

10.  Brand M. The efficiency and plasticity of mitochondrial energy transduction. 

Biochem Soc Trans 33: 897–904, 2005. doi: 10.1042/BST20050897. 

11.  Breckenridge RA, Piotrowska I, Ng KE, Ragan TJ, West JA, Kotecha S, Towers 

N, Bennett M, Kienesberger PC, Smolenski RT, Siddall HK, Offer JL, Mocanu 

MM, Yelon DM, Dyck JRB, Griffin JL, Abramov AY, Gould AP, Mohun TJ. 

Hypoxic regulation of Hand1 controls the fetal-neonatal switch in cardiac metabolism. 

PLoS Biol 11: e1001666, 2013. doi: 10.1371/journal.pbio.1001666. 

12.  Cabrera JA, Butterick TA, Long EK, Ziemba EA, Anderson LB, Duffy CM, 

Sluiter W, Duncker DJ, Zhang J, Chen Y, Ward HB, Kelly RF, McFalls EO. 

Reduced expression of mitochondrial electron transport chain proteins from 

hibernating hearts relative to ischemic preconditioned hearts in the second window of 



18 

 

protection. J Mol Cell Cardiol 60: 90–96, 2013. doi: 10.1016/j.yjmcc.2013.03.018. 

13.  Calvo SE, Pagliarini DJ, Mootha VK. Upstream open reading frames cause 

widespread reduction of protein expression and are polymorphic among humans. Proc 

Natl Acad Sci U S A 106: 7507–7512, 2009. doi: 10.1073/pnas.0810916106. 

14.  Chapman M, Peake SL, Bellomo R, Davies A, Deane A, Horowitz M, Hurford S, 

Lange K, Little L, Bioethics M, Mackle D, O’Connor MNS, Presneill J, Ridley E, 

Nut Dietet B, Williams P, Young P. Energy-dense versus routine enteral nutrition in 

the critically ill. N Engl J Med 379: 1823–1834, 2018. doi: 10.1056/NEJMoa1811687. 

15.  Chen Q, Camara AKS, Stowe DF, Hoppel CL, Lesnefsky EJ. Modulation of 

electron transport protects cardiac mitochondria and decreases myocardial injury 

during ischemia and reperfusion. Am J Physiol - Cell Physiol 292: C137–C147, 2007. 

doi: 10.1152/ajpcell.00270.2006. 

16.  Clanton TL. Hypoxia-induced reactive oxygen species formation in skeletal muscle. J 

Appl Physiol 102: 2379–2388, 2007. doi: 10.1152/japplphysiol.01298.2006. 

17.  Cox PJ, Kirk T, Ashmore T, Willerton K, Evans R, Smith A, Murray AJ, Stubbs 

B, West J, McLure SW, King MT, Dodd MS, Holloway C, Neubauer S, Drawer S, 

Veech RL, Griffin JL, Clarke K. Nutritional Ketosis Alters Fuel Preference and 

Thereby Endurance Performance in Athletes. Cell Metab 24: 256–268, 2016. doi: 

10.1016/j.cmet.2016.07.010. 

18.  De Backer D, Creteur J, Preiser JC, Dubois MJ, Vincent JL. Microvascular blood 

flow is altered in patients with sepsis. Am J Respir Crit Care Med 166: 98–104, 2002. 

doi: 10.1164/rccm.200109-016OC. 

19.  Edwards LM, Murray AJ, Tyler DJ, Kemp GJ, Holloway CJ, Robbins PA, 

Neubauer S, Levett D, Montgomery HE, Grocott MP, Clarke K. The effect of 

high-altitude on human skeletal muscle energetics: 31P-MRS results from the 

caudwell xtreme everest expedition. PLoS One 5: e10681, 2010. doi: 

10.1371/journal.pone.0010681. 

20.  Formenti F, Constantin-Teodosiu D, Emmanuel Y, Cheeseman J, Dorrington KL, 

Edwards LM, Humphreys SM, Lappin TRJ, McMullin MF, McNamara CJ, Mills 

W, Murphy JA, O’Connor DF, Percy MJ, Ratcliffe PJ, Smith TG, Treacy M, 

Frayn KN, Greenhaff PL, Karpe F, Clarke K, Robbins PA. Regulation of human 

metabolism by hypoxia-inducible factor. Proc Natl Acad Sci U S A 107: 12722–12727, 

2010. doi: 10.1073/pnas.1002339107. 

21.  Fowler AA, Truwit JD, Hite RD, Morris PE, Dewilde C, Priday A, Fisher B, 

Thacker LR, Natarajan R, Brophy DF, Sculthorpe R, Nanchal R, Syed A, Sturgill 

J, Martin GS, Sevransky J, Kashiouris M, Hamman S, Egan KF, Hastings A, 

Spencer W, Tench S, Mehkri O, Bindas J, Duggal A, Graf J, Zellner S, Yanny L, 

McPolin C, Hollrith T, Kramer D, Ojielo C, Damm T, Cassity E, Wieliczko A, 

Halquist M. Effect of vitamin C infusion on organ failure and biomarkers of 

inflammation and vascular injury in patients with sepsis and severe acute respiratory 

failure: the CITRIS-ALI randomized clinical trial. JAMA - J Am Med Assoc 322: 

1261–1270, 2019. doi: 10.1001/jama.2019.11825. 

22.  Frangogiannis NG. The inflammatory response in myocardial injury, repair, and 

remodelling. Nat Rev Cardiol 11: 255–265, 2014. doi: 10.1038/nrcardio.2014.28. 

23.  Fredriksson K, Hammarqvist F, Strigård K, Hultenby K, Ljungqvist O, 

Wernerman J, Rooyackers O. Derangements in mitochondrial metabolism in 

intercostal and leg muscle of critically ill patients with sepsis-induced multiple organ 

failure. Am J Physiol - Endocrinol Metab 291: E1044–E1050, 2006. doi: 

10.1152/ajpendo.00218.2006. 

24.  Fukuda R, Zhang H, Kim J whan, Shimoda L, Dang C V., Semenza GLL. HIF-1 



19 

 

regulates cytochrome oxidase subunits to optimize efficiency of respiration in hypoxic 

cells. Cell 129: 111–122, 2007. doi: 10.1016/j.cell.2007.01.047. 

25.  Garrabou G, Morén C, López S, Tobías E, Cardellach F, Miró Ò, Casademont J. 

The effects of sepsis on mitochondria. J Infect Dis 205: 392–400, 2012. doi: 

10.1093/infdis/jir764. 

26.  Ge RL, Simonson TS, Cooksey RC, Tanna U, Qin G, Huff CD, Witherspoon DJ, 

Xing J, Zhengzhong B, Prchal JT, Jorde LB, McClain DA. Metabolic insight into 

mechanisms of high-altitude adaptation in Tibetans. Mol Genet Metab 106: 244–247, 

2012. doi: 10.1016/j.ymgme.2012.03.003. 

27.  Gilbert-Kawai ET, Milledge JS, Grocott MPW, Martin DS. King of the mountains: 

Tibetan and Sherpa physiological adaptations for life at high altitude. Physiology 29: 

388–402, 2014. doi: 10.1152/physiol.00018.2014. 

28.  Girardis M, Busani S, Damiani E, Donati A, Rinaldi L, Marudi A, Morelli A, 

Antonelli M, Singer M. Effect of conservative vs conventional oxygen therapy on 

mortality among patients in an intensive care unit the oxygen-icu randomized clinical 

trial. JAMA - J Am Med Assoc 316: 1583–1589, 2016. doi: 10.1001/jama.2016.11993. 

29.  Guzy RD, Schumacker PT. Oxygen sensing by mitochondria at complex III: The 

paradox of increased reactive oxygen species during hypoxia. Exp Physiol 91: 807–

819, 2006. doi: 10.1113/expphysiol.2006.033506. 

30.  Haase VH. Regulation of erythropoiesis by hypoxia-inducible factors. Blood Rev 27: 

41–53, 2013. doi: 10.1016/j.blre.2012.12.003. 

31.  Hamanaka RB, Chandel NS. Mitochondrial reactive oxygen species regulate hypoxic 

signaling. Curr Opin Cell Biol 21: 894–899, 2009. doi: 10.1016/j.ceb.2009.08.005. 

32.  Hayes MA, Timmins AC, Yau E, Palazzo M, Hinds CJ, Watson D. Elevation of 

systemic oxygen delivery in the treatment of critically ill patients. N Engl J Med 330: 

1717–1722, 1994. doi: 10.1056/NEJM199406163302404. 

33.  Hirai K, Furusho H, Hirota K, Sasaki H. Activation of hypoxia-inducible factor 1 

attenuates periapical inflammation and bone loss. Int J Oral Sci 10: 12, 2018. doi: 

10.1038/s41368-018-0015-0. 

34.  Hirsilä M, Koivunen P, Günzler V, Kivirikko KI, Myllyharju J. Characterization 

of the human prolyl 4-hydroxylases that modify the hypoxia-inducible factor. J Biol 

Chem 278: 30772–30780, 2003. doi: 10.1074/jbc.M304982200. 

35.  Hochachka PW, Buck LT, Doll CJ, Land SC. Unifying theory of hypoxia tolerance: 

Molecular/metabolic defense and rescue mechanisms for surviving oxygen lack. Proc 

Natl Acad Sci U S A 93: 9493–9498, 1996. doi: 10.1073/pnas.93.18.9493. 

36.  Horscroft JA, Kotwica AO, Laner V, West JA, Hennis PJ, Levett DZH, Howard 

DJ, Fernandez BO, Burgess SL, Ament Z, Gilbert-Kawai ET, Vercueil A, Landis 

BD, Mitchell K, Mythen MG, Branco C, Johnson RS, Feelisch M, Montgomery 

HE, Griffin JL, Grocott MPW, Gnaiger E, Martin DS, Murray AJ. Metabolic 

basis to Sherpa altitude adaptation. Proc Natl Acad Sci U S A 114: 6382–6387, 2017. 

doi: 10.1073/pnas.1700527114. 

37.  Jacobs RA, Siebenmann C, Hug M, Toigo M, Meinild AK, Lundby C. Twenty-

eight days at 3454-m altitude diminishes respiratory capacity but enhances efficiency 

in human skeletal muscle mitochondria. FASEB J 26: 5192–5200, 2012. doi: 

10.1096/fj.12-218206. 

38.  Joharapurkar AA, Pandya VB, Patel VJ, Desai RC, Jain MR. Prolyl Hydroxylase 

Inhibitors: A Breakthrough in the Therapy of Anemia Associated with Chronic 

Diseases. J Med Chem 61: 6964–6982, 2018. doi: 10.1021/acs.jmedchem.7b01686. 

39.  Kaelin WG, Ratcliffe PJ. Oxygen Sensing by Metazoans: The Central Role of the 

HIF Hydroxylase Pathway. Mol Cell 30: 393–402, 2008. doi: 



20 

 

10.1016/j.molcel.2008.04.009. 

40.  Kim JW, Tchernyshyov I, Semenza GL, Dang C V. HIF-1-mediated expression of 

pyruvate dehydrogenase kinase: A metabolic switch required for cellular adaptation to 

hypoxia. Cell Metab 3: 177–185, 2006. doi: 10.1016/j.cmet.2006.02.002. 

41.  Koves TR, Ussher JR, Noland RC, Slentz D, Mosedale M, Ilkayeva O, Bain J, 

Stevens R, Dyck JRB, Newgard CB, Lopaschuk GD, Muoio DM. Mitochondrial 

Overload and Incomplete Fatty Acid Oxidation Contribute to Skeletal Muscle Insulin 

Resistance. Cell Metab 7: 45–56, 2008. doi: 10.1016/j.cmet.2007.10.013. 

42.  Kreymann G, Grosser S, Buggisch P, Gottschall C, Matthaei S, Greten H. Oxygen 

consumption and resting metabolic rate in sepsis, sepsis syndrome, and septic shock. 

Crit Care Med 21: 1012–1019, 1993. doi: 10.1097/00003246-199307000-00015. 

43.  Krock BL, Skuli N, Simon MC. Hypoxia-Induced Angiogenesis: Good and Evil. 

Genes and Cancer 2: 1117–1133, 2011. doi: 10.1177/1947601911423654. 

44.  Levett DZ, Radford EJ, Menassa DA, Graber EF, Morash AJ, Hoppeler H, 

Clarke K, Martin DS, Ferguson‐Smith AC, Montgomery HE, Grocott MPW, 

Murray AJ. Acclimatization of skeletal muscle mitochondria to high‐altitude hypoxia 

during an ascent of Everest. FASEB J 26: 1431–1441, 2012. doi: 10.1096/fj.11-

197772. 

45.  Levett DZH, Viganò A, Capitanio D, Vasso M, De Palma S, Moriggi M, Martin 

DS, Murray AJ, Cerretelli P, Grocott MPW, Gelfi C. Changes in muscle 

proteomics in the course of the Caudwell Research Expedition to Mt. Everest. 

Proteomics 15: 160–171, 2015. doi: 10.1002/pmic.201400306. 

46.  Liao R, Jain M, Cui L, D’Agostino J, Aiello F, Luptak I, Ngoy S, Mortensen RM, 

Tian R. Cardiac-specific overexpression of GLUT1 prevents the development of heart 

failure attributable to pressure overload in mice. Circulation 106: 2125–2131, 2002. 

doi: 10.1161/01.CIR.0000034049.61181.F3. 

47.  Licausi F, Kosmacz M, Weits DA, Giuntoli B, Giorgi FM, Voesenek LACJ, 

Perata P, Van Dongen JT. Oxygen sensing in plants is mediated by an N-end rule 

pathway for protein destabilization. Nature 479: 419–422, 2011. doi: 

10.1038/nature10536. 

48.  Maitland K, George EC, Evans JA, Kiguli S, Olupot-Olupot P, Akech SO, Opoka 

RO, Engoru C, Nyeko R, Mtove G, Reyburn H, Brent B, Nteziyaremye J, Mpoya 

A, Prevatt N, Dambisya CM, Semakula D, Ddungu A, Okuuny V, Wokulira R, 

Timbwa M, Otii B, Levin M, Crawley J, Babiker AG, Gibb DM. Exploring 

mechanisms of excess mortality with early fluid resuscitation: Insights from the 

FEAST trial. BMC Med 11: 68, 2013. doi: 10.1186/1741-7015-11-68. 

49.  Marshall JC. Sirs and mods: what is their relevance to the science and practice of 

intensive care? Shock 14: 586–589, 2000. doi: 10.1097/00024382-200014060-00002. 

50.  Martin DS, Grocott MPW. Oxygen therapy in critical illness: Precise control of 

arterial oxygenation and permissive hypoxemia. Crit Care Med 41: 423–432, 2013. 

doi: 10.1097/CCM.0b013e31826a44f6. 

51.  Mitchell P. Keilin’s respiratory chain concept and its chemiosmotic consequences. 

Science (80- ) 206: 1148–1159, 1979. doi: 10.1126/science.388618. 

52.  Moreno R, Vincent JL, Matos R, Mendonça A, Cantraine F, Thijs L, Takala J, 

Sprung C, Antonelli M, Bruining H, Willatts S. The use of maximum SOFA score 

to quantify organ dysfunction/failure in intensive care. Results of a prospective, 

multicentre study. Intensive Care Med 25: 686–696, 1999. doi: 

10.1007/s001340050931. 

53.  Mouncey PR, Osborn TM, Power GS, Harrison DA, Sadique MZ, Grieve RD, 

Jahan R, Harvey SE, Bell D, Bion JF, Coats TJ, Singer M, Young JD, Rowan 



21 

 

KM. Trial of early, goal-directed resuscitation for septic shock. N Engl J Med 372: 

1301–1311, 2015. doi: 10.1056/NEJMoa1500896. 

54.  Murray AJ, Montgomery HE. How wasting is saving: Weight loss at altitude might 

result from an evolutionary adaptation. BioEssays 36: 721–729, 2014. doi: 

10.1002/bies.201400042. 

55.  Narravula S, Colgan SP. Hypoxia-Inducible Factor 1-Mediated Inhibition of 

Peroxisome Proliferator-Activated Receptor α Expression During Hypoxia. J Immunol 

166: 7543–7548, 2001. doi: 10.4049/jimmunol.166.12.7543. 

56.  Neary MT, Ng KE, Ludtmann MHR, Hall AR, Piotrowska I, Ong SB, Hausenloy 

DJ, Mohun TJ, Abramov AY, Breckenridge RA. Hypoxia signaling controls 

postnatal changes in cardiac mitochondrial morphology and function. J Mol Cell 

Cardiol 74: 340–352, 2014. doi: 10.1016/j.yjmcc.2014.06.013. 

57.  Nytko KJ, Maeda N, Schläfli P, Spielmann P, Wenger RH, Stiehl DP. Vitamin C is 

dispensable for oxygen sensing in vivo. Blood 117: 5485–5493, 2011. doi: 

10.1182/blood-2010-09-307637. 

58.  O’Brien KA, Simonson TS, Murray AJ. Metabolic adaptation to high altitude. Curr 

Opin Endocr Metab Res 11: 33–41, 2020. doi: 10.1016/j.coemr.2019.12.002. 

59.  Olenchock BA, Moslehi J, Baik AH, Davidson SM, Williams J, Gibson WJ, Pierce 

KA, Miller CM, Hanse EA, Kelekar A, Sullivan LB, Wagers AJ, Clish CB, 

Vander Heiden MG, Kaelin WG. EGLN1 Inhibition and Rerouting of α-

Ketoglutarate Suffice for Remote Ischemic Protection. Cell 164: 884–895, 2016. doi: 

10.1016/j.cell.2016.02.006. 

60.  Osborn TM. Severe sepsis and septic shock trials (ProCESS, ARISE, ProMISe): what 

is optimal resuscitation? Crit Care Clin 33: 323–344, 2017. doi: 

10.1016/j.ccc.2016.12.004. 

61.  Padayatty SJ, Katz A, Wang Y, Eck P, Kwon O, Lee JH, Chen S, Corpe C, 

Levine M, Dutta A, Dutta SK. Vitamin C as an antioxidant: evaluation of its role in 

disease prevention. J Am Coll Nutr 22: 18–35, 2003. doi: 

10.1080/07315724.2003.10719272. 

62.  Palmer LA, Semenza GL, Stoler MH, Johns RA. Hypoxia induces type II NOS 

gene expression in pulmonary artery endothelial cells via HIF-1. Am J Physiol - Lung 

Cell Mol Physiol 274: L212–L219, 1998. doi: 10.1152/ajplung.1998.274.2.l212. 

63.  Papandreou I, Cairns RA, Fontana L, Lim AL, Denko NC. HIF-1 mediates 

adaptation to hypoxia by actively downregulating mitochondrial oxygen consumption. 

Cell Metab 3: 187–197, 2006. doi: 10.1016/j.cmet.2006.01.012. 

64.  Peake SL, Delaney A, Bailey M, Bellomo R, Cameron PA, Cooper DJ, Higgins 

AM, Holdgate A, Howe BD, Webb SAR, Williams P. Goal-directed resuscitation for 

patients with early septic shock. N Engl J Med 371: 1496–1506, 2014. doi: 

10.1056/NEJMoa1404380. 

65.  Pereira RO, Wende AR, Olsen C, Soto J, Rawlings T, Zhu Y, Anderson SM, Abel 

ED. Inducible overexpression of GLUT1 prevents mitochondrial dysfunction and 

attenuates structural remodeling in pressure overload but does not prevent left 

ventricular dysfunction. J Am Heart Assoc 2: e000301, 2013. doi: 

10.1161/JAHA.113.000301. 

66.  Perrotta S, Roberti D, Bencivenga D, Corsetto P, O’Brien KA, Caiazza M, 

Stampone E, Allison L, Fleck RA, Scianguetta S, Tartaglione I, Robbins PA, 

Casale M, West JA, Franzini-Armstrong C, Griffin JL, Rizzo AM, Sinisi AA, 

Murray AJ, Borriello A, Formenti F, Ragione F Della. Effects of germline VHL 

deficiency on growth, metabolism, and mitochondria. N Engl J Med 382: 835–844, 

2020. doi: 10.1056/NEJMoa1907362. 



22 

 

67.  Polymeropoulos ET, Oelkrug R, Jastroch M. Mitochondrial proton leak 

compensates for reduced oxidative power during frequent hypothermic events in a 

protoendothermic mammal, Echinops telfairi. Front Physiol 8: 909, 2017. doi: 

10.3389/fphys.2017.00909. 

68.  Puthucheary ZA, Astin R, McPhail MJW, Saeed S, Pasha Y, Bear DE, 

Constantin D, Velloso C, Manning S, Calvert L, Singer M, Batterham RL, 

Gomez-Romero M, Holmes E, Steiner MC, Atherton PJ, Greenhaff P, Edwards 

LM, Smith K, Harridge SD, Hart N, Montgomery HE. Metabolic phenotype of 

skeletal muscle in early critical illness. Thorax 73: 926–935, 2018. doi: 

10.1136/thoraxjnl-2017-211073. 

69.  Puthucheary ZA, Rawal J, McPhail M, Connolly B, Ratnayake G, Chan P, 

Hopkinson NS, Padhke R, Dew T, Sidhu PS, Velloso C, Seymour J, Agley CC, 

Selby A, Limb M, Edwards LM, Smith K, Rowlerson A, Rennie MJ, Moxham J, 

Harridge SDR, Hart N, Montgomery HE. Acute skeletal muscle wasting in critical 

illness. JAMA - J Am Med Assoc 310: 1591–1600, 2013. doi: 

10.1001/jama.2013.278481. 

70.  Rajabi M, Kassiotis C, Razeghi P, Taegtmeyer H. Return to the fetal gene program 

protects the stressed heart: A strong hypothesis. Heart Fail Rev 12: 331–343, 2007. 

doi: 10.1007/s10741-007-9034-1. 

71.  Razeghi P, Young ME, Cockrill TC, Frazier OH, Taegtmeyer H. Downregulation 

of myocardial myocyte enhancer factor 2C and myocyte enhancer factor 2C-regulated 

gene expression in diabetic patients with nonischemic heart failure. Circulation 106: 

407–411, 2002. doi: 10.1161/01.CIR.0000026392.80723.DC. 

72.  Ryan D, Frohlich S, McLoughlin P. Pulmonary vascular dysfunction in ARDS. Ann 

Intensive Care 4: 1–11, 2014. doi: 10.1186/s13613-014-0028-6. 

73.  Sakr Y, Dubois MJ, De Backer D, Creteur J, Vincent JL. Persistent-

microcirculatory alterations are associated with organ failure and death in patients with 

septic shock. Crit Care Med 32: 1825–1831, 2004. doi: 

10.1097/01.CCM.0000138558.16257.3F. 

74.  Schödel J, Ratcliffe PJ. Mechanisms of hypoxia signalling: new implications for 

nephrology. Nat Rev Nephrol 15: 641–659, 2019. doi: 10.1038/s41581-019-0182-z. 

75.  Semenza GL. Hypoxia-inducible factor 1: Oxygen homeostasis and disease 

pathophysiology. Trends Mol Med 7: 345–350, 2001. doi: 10.1016/S1471-

4914(01)02090-1. 

76.  Semenza GL. Hypoxia-inducible factors in physiology and medicine. Cell 148: 399–

408, 2012. doi: 10.1016/j.cell.2012.01.021. 

77.  Semenza GL, Roth PH, Fang HM, Wang GL. Transcriptional regulation of genes 

encoding glycolytic enzymes by hypoxia-inducible factor 1. J Biol Chem 269: 23757–

23763, 1994. 

78.  Shimoda LA, Laurie SS. HIF and pulmonary vascular responses to hypoxia. J Appl 

Physiol 116: 867–874, 2014. doi: 10.1152/japplphysiol.00643.2013. 

79.  Simonson TS, Yang Y, Huff CD, Yun H, Qin G, Witherspoon DJ, Bai Z, Lorenzo 

FR, Xing J, Jorde LB, Prchal JT, Ge RL. Genetic evidence for high-altitude 

adaptation in Tibet. Science (80- ) 329: 72–75, 2010. doi: 10.1126/science.1189406. 

80.  Stanley WC, Recchia FA, Lopaschuk GD. Myocardial substrate metabolism in the 

normal and failing heart. Physiol Rev 85: 1093–1129, 2005. doi: 

10.1152/physrev.00006.2004. 

81.  Suresh M V., Balijepalli S, Zhang B, Singh VV, Swamy S, Panicker S, Dolgachev 

VA, Subramanian C, Ramakrishnan SK, Thomas B, Rao TC, Delano MJ, 

Machado-Aranda D, Shah YM, Raghavendran K. Hypoxia-Inducible Factor (HIF)-



23 

 

1α Promotes Inflammation and Injury Following Aspiration-Induced Lung Injury in 

Mice. Shock 52: 612–621, 2019. doi: 10.1097/SHK.0000000000001312. 

82.  Suresh M V., Ramakrishnan SK, Thomas B, Machado-Aranda D, Bi Y, Talarico 

N, Anderson E, Yatrik SM, Raghavendran K. Activation of hypoxia-inducible 

factor-1α in type 2 alveolar epithelial cell is a major driver of acute inflammation 

following lung contusion. Crit Care Med 42: e642–e653, 2014. doi: 

10.1097/CCM.0000000000000488. 

83.  Sylvester JT, Shimoda LA, Aaronson PI, Ward JPT. Hypoxic pulmonary 

vasoconstriction. Physiol Rev 92: 367–520, 2012. doi: 10.1152/physrev.00041.2010. 

84.  Tiana M, Acosta-Iborra B, Puente-Santamaría L, Hernansanz-Agustin P, 

Worsley-Hunt R, Masson N, García-Rio F, Mole D, Ratcliffe P, Wasserman WW, 

Jimenez B, Del Peso L. The SIN3A histone deacetylase complex is required for a 

complete transcriptional response to hypoxia. Nucleic Acids Res 46: 120–133, 2018. 

doi: 10.1093/nar/gkx951. 

85.  Villarroya F, Iglesias R, Giralt M. PPARs in the control of uncoupling proteins gene 

expression. . 

86.  Wanders RJA, Komen J, Kemp S. Fatty acid omega-oxidation as a rescue pathway 

for fatty acid oxidation disorders in humans. FEBS J 278: 182–194, 2011. doi: 

10.1111/j.1742-4658.2010.07947.x. 

87.  Welch KC, Altshuler DL, Suarez RK. Oxygen consumption rates in hovering 

hummingbirds reflect substrate-dependent differences in P/O ratios: Carbohydrate as a 

“premium fuel.” J Exp Biol 210: 2146–2153, 2007. doi: 10.1242/jeb.005389. 

88.  Yealy DM, Kellum JA, Huang DT, Barnato AE, Weissfeld LA, Pike F, Terndrup 

T, Wang HE, Hou PC, LoVecchio F, Filbin MR, Shapiro NI, Angus DC. A 

randomized trial of protocol-based care for early septic shock. N Engl J Med 370: 

1683–1693, 2014. doi: 10.1056/NEJMoa1401602. 

89.  Young PJ, Mackle DM, Bailey MJ, Beasley RW, Bennett VL, Deane AM, 

Eastwood GM, Finfer S, Freebairn RC, Litton E, Linke NJ, McArthur CJ, 

McGuinness SP, Panwar R, Bellomo R. Intensive care unit randomised trial 

comparing two approaches to oxygen therapy (ICU-ROX): results of the pilot phase. 

Crit Care Resusc 19: 344–354, 2017. 

90.  Zhang H, Bosch-Marce M, Shimoda LA, Yee ST, Jin HB, Wesley JB, Gonzalez 

FJ, Semenza GL. Mitochondrial autophagy is an HIF-1-dependent adaptive metabolic 

response to hypoxia. J Biol Chem 283: 10892–10903, 2008. doi: 

10.1074/jbc.M800102200. 

91.  Zhang Q, Raoof M, Chen Y, Sumi Y, Sursal T, Junger W, Brohi K, Itagaki K, 

Hauser CJ. Circulating mitochondrial DAMPs cause inflammatory responses to 

injury. Nature 464: 104–107, 2010. doi: 10.1038/nature08780. 

 


